
Varying stringencies for enrichment (pSI): 0.01 = 

large lists, enriched and specific. 0.0001 = shorter 

lists, more specific to the cell type of interest 

Some genes either do not have clear homologues in 

mice, or were not on the array. Those are listed here.

Cell types

P-value for Fisher’s Exact Test for 

overlap of cell type and candidate gene 

list. Parenthesis is Benjamini Hochberg 

corrected p-value. Hyperlink will take 

you to list of genes that are overlapping. 

Cell types

Graphical Version of the table (Bullseye

plot),  with B-H P-values plotted by color

The list of genes overlapping between 

each cell type, and the candidate gene 

list, for a given pSI threshold. 

Varying 

stringencies for 

enrichment (pSI): 

are represented 

by the size of the 

hexagons going 

from least 

specific lists 

(outer hexagons) 

to most specific 

(center).  

Hexagons scaled 

to size of gene 

lists. 


